Count Data:
	Cor_data and Uncor_data contain three sets of negative binomial simulations of the count data from the HTTr pilot study of 44 chemicals. Cor_data counts were simulated assuming that probe counts are correlated and Uncor_data were simulated with no probe-wise correlations.
	Each file within Cor_data and Uncor_data represent a unique chemical within the pilot chemical set. Rows represent probes and columns represent samples. The first row of each file represents the unique ID for each sample. The second row indicates the exposure concentration. Note that rows 1 and 2 of column 1 are placeholders for use in BMD Express and can be ignored.
	Data in both directories were normalized as follows: Counts were floored to only include probes with a mean count of ≥5 counts across a treatment group. For each treatment sample (i.e. column in the data file), counts were normalized to a total read depth of 3,000,000 counts. Finally, all count data are transformed into log2 counts.
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BMD Express Output Format:
	The file “BMDExpress_output_example.txt” is formatted output of a test chemical from the Cor_data simulation that was analyzed using BMD Express 2.0. Data were fit to either a Hill or exponential 3 function and a BMD was calculated. The model with the lowest AIC was considered the winning model and only the BMD output for that model was reported (see column name values in .txt. file). Area under the curve values were estimated with AUC0 calculated as the mean log2 fold change of the 9 dose groups (DMSO controls were included), and AUC calculated as the mean log2 fold change of 50 concentrations between 0.03 and 100 M [in R: seq(log10(0.03), log10(100), 50)] using the equation and model parameters for the winning model from the BMDE output. 
