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Abstract Sifter User Guide, Version 7.0 
 

Availability: The Abstract Sifter and documentation is freely available for download here: 

https://comptox.epa.gov/dashboard/downloads 

 

Contact:  Nancy Baker at baker.nancy@epa.gov 

 

Disclaimer: The views expressed in this user guide are those of the authors and do not necessarily 

represent the views or policies of the U.S. Environmental Protection Agency. 
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Abstract Sifter User Guide – Version 7.0 
 

This user guide describes the functionality of the PubMed Abstract Sifter. The reader is invited to 

download the tool from here: https://comptox.epa.gov/dashboard/downloads 

This document provides guidance on the use of the Abstract Sifter through a series of screen shots 

showing the most common tasks in the tool followed by some helpful tips.   

What’s new in version 7?  
Version 7 has one new major function and a few smaller nice-to-have things.   

The new major feature is called MeSH mining and what it does is extract the MeSH terms for substances 

(chemicals, genes, proteins, etc.)  from the MeSH annotations that are part of most PubMed records.  

There’s a whole section walking through the functionality below.   

Sheets overview 
Let’s start! 

First open the Abstract Sifter file AbstractSifter_v7.xlsm.  A security warning may appear.  If so, be sure 

to enable content as shown in Figure 1. 

 

Figure 1. Enable macros upon opening 

Once open you will see that the Abstract Sifter Excel file consists of 12 sheets. Each sheet is described 

briefly in the table below and covered in more detail in the body of this guide. 

Sheet name Sheet Function 

ReadMe Basic information on the sifter with links to more 
documentation 

Main Starting point for PubMed queries and for sifting 

Abstract The sheet where the citation abstract is shown 

Notes Notes and tags are inserted here 

Log Log of every query run on Main sheet 

PathwayQueries Repository of sample queries to use in research 
disease or treatment pathways (e.g., AOPs) 

SampleQueries Repository of sample queries to use as starting points 

Landscape High level view of literature for entities 



 

5/18/2022 3 AbstractSifter_UserGuide_v7.docx 

CuratedLists A place to keep lists of chemicals or other entities  

TermExpand Mapping term feature sets  

MeSHMine New in Version 7!  This is where MeSH substance 
terms are written. 

Archive This only exists if you use the Archive function, 
available through a button on the Main sheet 

Summary This only exists if you use the Summarize function, 
available through a button on the Main sheet 

 

A. Main Sheet  
The Main sheet is where the basic functionality of Abstract Sifter occurs, including functions we call 

“sifting”.  To begin using the Abstract Sifter, the end-user clicks on the Run a query button at the top of 

the screen in the Main sheet. A form is displayed on which the user enters a query. In the example, we 

are showing a very simple query: “fipronil”, but these queries can be more complex.  (Figure A1) The 

text that the user enters into the box is sent to PubMed, so all PubMed syntax rules apply.   (For a 

review of this syntax, visit  https://www.ncbi.nlm.nih.gov/books/NBK3827/ )  NOTE: NLM changed 

PubMed early 2020 and reprogrammed the search algorithms.  Since then, the search algorithms used 

by the web services do not return the exact counts returned by the PubMed web site.  

Note also, that the end-user can optionally append the result of a query to the records currently on the 

Main sheet.  

 

Figure A1. Running a PubMed query 

When finished entering the query, the user clicks on Submit and the query is packaged by a Visual Basic 

Application (VBA) into an e-utility command that is passed to the NCBI (National Center for 

Biotechnology Information) web services. (Note that using Sifter Query PubMed capability requires 

internet access.) The first response returned by the utility is the number of articles found. (Figure A2) 

This number is displayed, and the user is asked if he/she want to continue.  If the number of articles is 

https://www.ncbi.nlm.nih.gov/books/NBK3827/
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over 10,000, the query will not be run and the user is encouraged to refine the query to return fewer 

records.  

 

Figure A2. Responding to PubMed 

If the returned results are fewer than 10,000 and the user indicates he/she wants to continue, the 

articles are downloaded from NCBI by Excel, and regular expressions are used to parse the citations for 

title, abstract, authors, publication year, journal, and PubMed identifier. Each record returned is 

inserted into a row in the Main sheet. Any rows in the Main sheet from a previous query are deleted 

unless the end-user chose the Append option.  The Append option adds the new results to the end of 

the Main sheet. You can watch the status bar at the bottom of Excel to see how far along the retrieval 

process is.  For longer queries, a cancel form will appear and the user can use it to cancel the process. 

 

Figure A3. Results from PubMed query - before sifting 

At this point the results of the query are stored in the Main sheet and can be browsed like any other 

data in a spreadsheet (Figure A3); however, the most effective way to find articles of interest is to use 
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the innovative sifter functionality. To demonstrate this functionality, we will continue to use our 

example of fipronil. 

Let us suppose at this point that we are looking for dose-response toxicity data for fipronil. We type the 

term “fipronil” in cell B3, “toxic” in C3, and “mg” in D3.  As we finish typing and move to the next cell, 

the Abstract Sifter will count the occurrences of the terms in the title, abstract, and key words 

combined. The citations can then be sorted by these counts, either individually or by the total. Figure A4 

shows what the Sifter looks like when these terms have been entered into cells B3, C3, and D3 and then 

the entries sorted by occurrence counts of “fipronil” in descending order.  PubMed article 32723848  

has 28 occurrences of “fipronil”, 4 of “toxic”, and none of “mg/kg”.  Looking farther down, PubMed 

article 12442503 has 21 of fipronil, 13 of “toxic” and four of “mg”.  This article indeed describes a toxic 

doses of the chemical in various animal species. The sifter terms can be changed as many times as you 

want. Try “ppm” instead of “mg” or try “ticks”, “fleas”, “cats”, “dogs”.   

 

Figure A4. After sifter terms were entered into cells B3, C3, D3 and sorting on B3 

Sifting the results through specifying sifter terms in B3, C3, and D3 can be repeated as many times as the 

user wishes. Similarly, new PubMed queries can be run, altered, rerun.   

Let’s look at the other buttons on the Main sheet. The Take Group Notes button is discussed in section C 

of this guide. The More Things button contains some other actions that are often useful.  Let’s check 

that out. Click on the More Things button reveals the menu displayed in Figure A5.  
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Figure A5. The More Things button on the Main sheet 

The Dups button will find and select duplicate records and ask if you want to delete them.  Let’s say you 

run a query “fipronil AND fleas” and then run a query “fipronil AND ticks” and append the results for the 

second query to the first.  There are bound to be duplicates.  In this example, 39 duplicates were found 

and deleted shown in Figure A6.  

 

Figure A6. Deleting duplicates 

The Highlight button will be covered in the Notes section of this manuscript.  The Summarize function 

will be covered in the Log / Batch section.  Let look at the Archive button next.  

Sometimes people work for hours to retrieve a set of PubMed citations through a complex set of 

queries.  The Main sheet is then the result of a lot of work. It used to be that running another query 

would clear the Main sheet and some users were hesitant to do this.  The Archive button will copy the 

records on the Main sheet to another sheet called Archive.  Once that is done, the user can run any 

number of queries sending results to the Main sheet and then when done can go to the Archive sheet 

and send back the contents to Main.   
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Figure A7.  Archiving and unarchiving the results on the Main sheet. 

The other option on the More Things menu is Extract MeSH Substances.  This is an powerful new feature 

in Version 7.  See section H below for a step-by-step description.   

B. Abstract Sheet 

To see the abstract for any of the retrieved articles, we can either click on the PubMed ID hyperlink to 

be taken to PubMed, or we can double-click on any other cell in the row for this article. This action 

brings us to the Abstract sheet where the abstract is displayed along with other article meta-data like 

title and authors (Figure B1). 

 

Figure B1. An abstract with highlighted sifter terms. Fipronil is blue, toxic is red, and mg is green. 

There are several aspects of the Abstract sheet that are important to note.  First, the sifter terms in the 

abstract are highlighted.  The font colors reflect the colors of the fonts in cells B3, C3, and D3 entered 

into the Main Sheet. This highlighting makes the reading the abstract easier by drawing attention to 

sentences that might be of more interest.  

Let’s go through the other buttons on the Abstract sheet. The Like this? Button allows the user to find 

articles in PubMed that are similar to the article on the Abstract sheet or find articles in PubMed Central 
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that cite that article in question. (Figure B2.)  These functionalities are likely familiar as they are offered 

on the PubMed Entrez web site. The results can be appended to results already on the Main sheet.  A 

colorization feature has been added to make the titles either yellow or green.  This way the user can see 

which rows were from the original query and which were retrieved from the Like this functionality. 

 

Figure B2.  Clicking on the Like this? Button on the Abstract Sheet. 

If you have already taken a Note on this article you can click on the See Existing Notes button to be 

taken to that citation on the Notes sheet.  If no note is yet taken, a message saying that will be 

displayed. The Add Note button brings up the Notes form and you can enter a Note.   

C. Notes Sheet  
 Given the dynamic nature of the Sifter, many users find it helpful to be able to make notes on articles 

that they want to track.  There are two ways using the Sifter to take notes: one way is through the Main 

sheet, and the other way starts with the Abstract sheet.  To return to our case study, let us say that we 

have found a set of articles on the Main sheet that we know we need to read in depth. We can select 

these articles and then click on the Take Group Notes button. A form appears where we can enter 

information into fields called Tag and Notes. These elements are self-defined. We can also click on yes, 

no, or maybe. The note-taker can enter her/his initials or name in the Who field.  This set of variables is 

a quick way to associate articles with a note.  Notice that these choices each come with a color (yes-

green, no-red, and maybe-yellow). Entering any of these fields is optional. (Figures C1 and C2) When we 

click on the OK button, each article selected will be inserted into the Notes page with the corresponding 
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information (Figure C3) and the PubMed ID (PMID) on the Main sheet will be colorized. 

 

Figure C1. Taking group notes 

 

Figure C2. Taking single notes on the Abstract sheet 
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C3. The Notes sheet. Be sure to save your workbook. 

 

The second option for note taking starts with the Abstract Sheet. (Figure C2) The “Add Note” button in 

the top row allows notes to be inserted into the Notes Sheet. 

The note-taking can be used to help keep track of which citations have been read and evaluated and 

which have not.  On the Main sheet the PMIDs can be sorted by the noted color using the built-in Excel 

sorting functionality. (Figure C4) The More Things button on the Main sheet will allow the end-user to 

delete duplicates and highlight noted citations with colorization in the cases where you’ve run some 

queries and the colors need to be refreshed. 

 

Figure C4. After clicking on More things, then and then sorting by color 

The user can make changes to the Notes sheet by editing, adding or deleting rows below row 2.  Double-

clicking on a row in the Notes sheet brings up a curation form (Figure C5). Here the end-user can enter 

and update tags, notes.  Text in the large box can be selected and dragged to any of the smaller tag and 

notes boxes.  The Refresh button brings the title and abstract back in and refreshes the view.  The 

purpose of this form is to allow quick easy extraction of information from the abstract into separate 

fields. The copy button sends the elements of the citation and your notes to the clipboard; then you can 

open up Word and paste the clipboard contents there.  The Notes sheet can be copied, printed, or the 

Notes can be exported to a text file for further import into other tools like Word. 
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New in this version is the capability to attach a pdf.  Before you can attach a pdf, the file must reside on 

your computer.  Click the Attach Local PDF button and find the pdf.  You can open the pdf by clicking on 

the Open button or on the pdf hyperlink in column W.  Note that while Abstract Sifter files can be 

shared with colleagues, the pdfs are local and specific to one machine. 

 

Figure C5. Double-clicking on a row in the Notes sheet brings up a curation form. 

Later in this document there are tip sections that relate to note-taking.  See Exporting to other 

applications from the Notes sheet.   

D. Log / Batch sheet 
 

The Log sheet keeps track of the queries you have run.  The Abstract Sifter routines insert a row into the 

sheet every time you complete a query. These queries can be viewed and rerun. To rerun a query, 

simply double-click on it. (Figure D1) The Batch Run option allows the user to run multiple queries and 

append the results from each on the Main sheet.  To run in batch, select rows and click on the Run in 

Batch button. A Batch Tag can be added or modified on the Log sheet. This tag will be added to the Main 

sheet results and used to help summarize the results of multiple runs. This summary functionality is 

accessible on the Main sheet through the More things button.    



 

5/18/2022 12 AbstractSifter_UserGuide_v7.docx 

Delete any or all rows after Row 2 if you want to clear old entries.   

 

Figure D1.  View of the Log sheet 
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E. Landscape sheet 
The Landscape sheet provides an overview of the literature to the user for a set of entities, for example, 

a list of chemicals or genes. Figure 12 shows an example of a Landscape sheet built by a researcher 

interested in the toxicity of a particular set of chemicals.  Let’s take a look at that first. Queries designed 

to find the chemicals of interest are entered into Column C and in this case, a short version of the 

chemical name is in Column B. The queries in Row 3 are typical ones used in searching for articles about 

different kinds of chemical toxicity. We will refer to these queries as subject matter queries. (Note: 

Column A on the Landscape sheet is often hidden. Go ahead and unhide it and use it when you have a 

DSSTox chemical identifier.) 

The premise behind the design of the Landscape sheet is very simple: PubMed queries will be built by 

taking the values in Column C (in this example chemical names and corresponding CAS numbers) and 

appending this query text to the subject matter query text in Row 3 with an “ AND “ in between the two 

query parts. 

 

Figure E1. Structure of the Landscape sheet  

To illustrate, we will double-click on the cell with the arrow pointer in Figure E2. When we double-click 

on this cell this tells the Abstract Sifter to take the query text in Column C about Linalool and append it 

to query text designed to find citations about reproductive toxicity. Figure E3 shows the constructed 

query.  We can then click on Submit and the query gets sent to PubMed and we can then see the results 

on the Main sheet. The number of articles retrieved from PubMed is 5.  That count is placed in the 

corresponding Landscape cell that we just clicked on. 

Subject 

matter 

queries → Chemical 

queries  

Article counts 
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Figure E2. Double-click on article count cells 

 

Figure E3.  Constructed query 

 

Now let’s add to the Landscape sheet. Figure E4 shows how we added a new chemical to the list: aspirin. 

To find out the article counts for aspirin, select empty cells on the same row as aspirin, then click on 

Update Article Counts button. Excel will build each query from the aspirin part and the subject matter 

part and send each query to PubMed to find out how many citations satisfy the query.  The article 

counts are placed in the corresponding cells. To run the query and retrieve the results, just double-click 

on any of the article count cells. 
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Figure E4.  Adding results to the Landscape sheet 

 

Figure E5.  After clicking on Update Article Counts 

 

New subject matter queries can be entered as well. The query part goes into Row 3 and a heading (of 

your choice) goes into Row 5.  See the example below where the PubMed query part: skin OR dermatitis 

is entered with the heading skin.  Next highlight the cells underneath and click on the Update Article 

Counts button. The counts of articles satisfying the queries are placed in the cells.  What’s happening 

behind the scenes? For each cell, a query is being built by the Abstract Sifter and sent to PubMed to 

retrieve a record count.  That record count is then inserted into the corresponding cell. (Figure E6.) 

Keep in mind that our examples revolve around chemicals, but that does not mean one is limited to 

chemicals.  The entries in Column C and in Row 3 can be whatever you the end-user want them to be: 

genes, proteins, diseases, authors …  

First, select 

Then click here 

These cells will be filled in 
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Figure E6. Steps for retrieving counts 

Making things look good 

 

The Landscape sheet has three buttons that make formatting easy (E7).  The heat map buttons will 

quickly apply heat map coloring to the cells with article counts either by column or by row.  Try them 

out! 

 

 

Figure E7.  Buttons on the Landscape page include formatting actions.  
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F. Sample_Queries,  Pathway_Queries, CuratedLists Sheets 
 

The Sample_queries and pathway_queries sheets function in a very similar way.  We will use the 

Sample_queries sheet as an example in this user guide.  Both sheets contain a number of sample subject 

matter queries that the end user can use as a starting point for building a Landscape view of a set of 

entities.  Let’s see how.  First, we will clean off the old subject matter queries by deleting columns E-L on 

the Landscape sheet. (You can let the previous work stay if you wish.) Next, on the Sample_Queries 

sheet we will select rows with queries of interest then we click on the button Send Queries to Landscape 

(Figure F1).  

 

  

Figure F1. Selecting rows with queries of interest 

Our Landscape sheet then looks like Figure F2.  
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Figure F2. New queries on Landscape sheet 

Next, we select the article count area and then click on Update Article Counts. 

 

Figure F3. Selecting the cells for article counts 

Once the article counts are populated, we click on Heat Map by Row and then on Hide queries.  Our 

resulting Landscape view looks like Figure F4. To run the query and retrieve the results, just double-click 

on any of the article count cells.  

Note that the Pathway_queries sheet works the same way: select the rows of interest and click on the 

button Send queries to Landscape.  To add your own queries to either the pathway or sample queries 

sheets, just enter in new rows.  Use the existing rows as a template to indicate where headers go and 

where the query text goes.  Be mindful of parentheses and be sure to test the queries.   
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Figure F4.  New Landscape view 

The CuratedLists sheet is a place for you to hold a large list of chemicals. (Figure F4) Let’s say you are 

interested in a couple hundred chemicals and hoping to find out something about them and you’ve got 

valuable information to go with them … molecular weight or where you found it or whatever.  On this 

sheet you can have the chemical identifier, preferred name, the query (which could be the same as 

preferred name of expanded with synonyms) and then the columns from D on are anything you want.  

When you are ready to query them, select the row and click on the Send to Landscape.  

 

Figure F5.  CuratedLists sheet – a place to keep larger more complex lists.  
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G. TermMap Sheet 
Term mapping is a new functionality that is motivated by the following questions that some users have 

asked. 

• There is a set of terms I always sift on to find articles relevant to my work.  Can I somehow sift 

on them all at once?  

• I am doing research on ocean warming and its effect on fish.  I have a list of over 100 fish species 

I am interested in.  Can I find the citations quickly that have any of these fish?  And because my 

species are in a family ontology, can I sift on the family name, too?  

• Can I map genes of interest to a specialized ontology? 

• How do I find the articles most about a topic like Fate and Transport? 

The Term Map has built in examples. Let’s walk through one of them here. 

Let’s say that on the Main sheet I’ve just run my fipronil query and have over 1000 citations.  On the 

TermMap sheet I click on More.  A form is displayed that looks like the one in Figure G1. Click on the 

Rodent Studies button. (Be sure to check out the other examples at some time – they’ll give you an idea 

of the variety of ways you can use this new feature.) 

 

Figure G1.  TermMap sheet More button actions 

  The TermMap sheet is then populated with terms and partial terms … let’s call them features that are 

found in the citations of articles about rodent studies.  You can edit this list – add or delete, just follow 

the  pattern of general term and specific term.   

Next, click on the Map! Button.  After a few seconds you will see in numbers appear in Column C.  

(Figure G2.) These are counts of the number of citations from Main that contain the term in Column B. 

The feature Wistar, for example, is in 29 of the citations on the Main sheet. 
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Figure G2.  TermMap sheet after Map! Action has counted occurrences of the terms. 

The Abstract Sifter did more than just count the articles where it found the terms. The Sifter changed 

the abstract for each citation in which at least one of the terms was found.  (Of course, the abstract is 

changed only in the Sifter, not at PubMed. Rerunning the query will refresh the abstracts back to their 

original state.) 

Here’s how the abstract is modified:  if any of the column B terms was found in the title and abstract, 

then “TERMX:” was appended to the abstract.  For each column B term found, “TX: “ and the column A 

value plus the Column B value were stuck on the end of the abstract. 

To see an example that will make this clearer … see Figure G3 below of an abstract on the Abstract 

Sheet.  At the end you see “TERMX:  |TX:Rodent:control |TX:Rodent:dose |TX:Rodent:mg |TX:Rodent: 

rats  |TX:Rodent:rats |TX:Rodent:Wistar”.  That’s what the term mapping feature added. 

 

 

Figure G3.  How term mapping changes the abstract. See the circled area. 
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In the Abstract Sifter, if text exists in the abstract column that means it can be sifted on.  There are three 

new ways to sift if you map terms.  

1. On the Main sheet, in cell B3, C3, or D3 - Sift on TERMX:    … this will show you any citation that 

has a least one of the column B terms. 

2. On the Main sheet, cell B3, C3, or D3 - Sift on TX: … this will count the number of terms from 

column B found in the citation. 

3. Sift on a value in column A or column B.  To do this quickly, stay on the TermMap sheet and 

double-click on a term in either A or B and see what happens.  (What does happen?  The Sifter 

copies the term to the Main sheet cell B3, lets the Main sheet sift the results, and then sorts by 

B3.  It happens fast, but it is very simple.)  

Suppose you want to find the article on the Main sheet that is most about rodents.  In our definition 

that means the one that has the most features from our rodent feature (term) lists.  Double-click on the 

rodent on the TermMap sheet.  You’ll be taken to the Main sheet, the sifter cell filled in and rows sorted 

(Figure G4).  The records on Main are now sorted by the number of features they have connecting them 

to the Rodent feature/term set. 

 

 

Figure G4.  After double-clicking on Rodent on the TermMap sheet. 
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H. MeSHMine sheet 
 

MeSH mining is a feature to help answer the needs of researchers who ask questions like these: 

• I ran a query on Histamine H2 antagonism.  Can I get a list of all the chemicals annotated in 

those PubMed records? 

• I ran a query on unfolded protein response and chemical toxicity. I’d like to find some 

chemicals that cause this response.  Is there a fast way to do this? 

• I ran a query on retinal disease.  Can I get a list of genes and proteins annotated in my 

resulting article set on Main? 

• I ran a query on biosolids. I want to see a list of chemicals found in biosolids. 

 

As the above list shows, step one in using this new feature is to run a query to the Main sheet.  Let’s 

walk through an example.   

 

Let’s say we ran the query (Anthozoa OR coral) AND (chemical toxicity OR drug effects). 

Running this query brings back 2,459 records to the Main sheet.  Next, click on the button More things 

on the top of the Main sheet.  You’ll see this form in Figure H1.  Click on Extract MeSH Substances. The 

next form asks whether you want to extract all annotated chemicals or just the major topics.  (If you 

don’t know what this means, read about annotation at the PubMed web site.)  

 Figure H1.  Click on Extract MeSH Substances. 

  

Figure H2.  Try both options for fun. 

In a few minutes or seconds (depending on the size of the collection on Main and your internet speed) 

you will be taken to the MeSHMine sheet and a total displayed.  

Let’s see what’s on the MeSHMine sheet (Figure H3).   
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Figure H3.  MeSHMine sheet. 

Column A has the substance term. Try sorting on it.  It can be a MeSH heading or MeSH supplemental 

concept (again, go to the PubMed help to find out the difference.)  Each name is hyperlinked to the 

MeSH browser.  You can click on the name to go to the browser to find out more.   

(A quick aside about MeSH supplemental concepts versus MeSH headings.  Most chemicals are 

supplemental concepts and they are mapped to MeSH heading terms.  Part of the process in creating 

this sheet is to take each concept and behind the scenes, map it to one of its MeSH heading terms.  

Once a concept is mapped, it inherits tree structure and annotated subheadings from its parent.) 

The ArtCt column has the total number of articles on the Main sheet in which the MeSH terms was 

annotated. (Note – this is not the same as occurrences in the text of the abstract.)  The Tox/AE column 

counts the number of articles on Main in which the substance appeared with the co-annotation toxicity 

or adverse effects or poisoning.  The next column titled Ther Use counts the articles in which the 

substance is co-annotated with the subheading therapeutic use.   Try sorting on these columns. 

 

The column entitled Family contains a flag: 1 = family name ; 0 = not a family name.  If you are 

interested in individual chemicals only, you can sort by this column and delete rows.  Or you can click on 

the Clean button above and remove them.  

 

The rest of the columns contain some more information about the chemical and its place in the MeSH 

tree structure.  If you are not familiar with the MeSH tree structure, go here and browse: 

https://meshb.nlm.nih.gov/treeView   These columns can be used to sort the list. For instance, if you are 

only interested in genes, proteins, peptides, amino acids, then sort (descending) on column S. 

Naturally, you’ll want to go back to the Main sheet and read more about the substances you find.  To do 

this quickly, double-click anywhere in the row (other than column A).  This action takes you to the Main 

sheet and fills in the first sifter cell with the substance name and sorts.   

https://meshb.nlm.nih.gov/treeView
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Double-clicking on the Copper row gives me: 

  

Figure H4. Double-clicking on Copper on the MeSHMine sheet brings you here.  

To get back to the MeSHMine sheet, just select it below.   

When you’ve found the substances you want to work with more, copy the names and paste them onto 

the Landscape sheet Column C.  Or you can select rows on MeSHMine and click on the button Send to 

Curate.  This is a sheet used to keep a list of things of interest. It holds the query language and any other 

information you want to keep track of. From the CuratedLists sheet, select rows and Send to Landscape 

for in-depth examination.  
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I. Exporting to other applications from the Notes sheet 
 

The Abstract Sifter allows the user to export articles from the Notes sheet to outside applications. On 

the Notes sheet there is a button labeled Export.  By clicking on this button, the form in Figure 26 

appears.  The first set of radio buttons allows the user to select what data is exported and how the 

records should be formatted. Next the user can choose to export all entries / rows on the Notes sheet or 

just selected rows. If the end-user selects PMIDs to be exported, the PMIDs will be formatted in the box. 

In this case, clicking on Next Step will copy the formatted PMIDs to the clipboard, ready to be pasted to 

the next application.  They should then be pasted into the destination.  In the case of PubMed, they 

should be pasted into the query box in PubMed Entrez. (Figure I1) From PubMed, the citations can be 

downloaded in a variety of formats, including a format that can be imported into citation management 

software (Figures I2 and I3). 

 

 

Figure I1. Form that appears after clicking on Export button  

 

Figure 24. Paste PMIDs in the query box to retrieve the records.  
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Figure I2 In PubMed, click on Send to 

 

Figure I3. Dialog box for exporting to citation manager 

 

When the user clicks on the Create File button, a file is created and downloaded in nbib format and can 

be imported into most common reference manager software. 

If the end-user specifies RIS format or text format, files will be created.  The user will specify the location 

and name of the files.  The text file option includes the abstract, tags, and notes.  
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J. Helpful Tips and Guidelines  
 

Tip 1 – Checking quality of results 
 

The Landscape sheet is a great way to explore a set of chemicals, but some chemical names are long, 

complex, and a challenge to PubMed.  If you copy and paste a chemical name from another source, 

make sure it does not have any special characters.  Non printing escape characters make the web service 

calls give unexpected results, but the PubMed web site knows how to ignore them.  Also, try your 

chemical names with quotation marks and without them to see which works better. Sometimes 

quotation marks are essential.  

For other types of errors or strange results, it’s a good idea to check it in PubMed. You can take any 

query generated by the Abstract Sifter and copy and paste it into PubMed using Ctl-C to copy and Ctl-V 

to paste.  For example, the query in the box shown in Figure J1 is selected and copied (with Ctl-C).  Then 

in PubMed the query is pasted into the query line at the top as shown in Figure J2. On the right side of 

the page is a box entitled Search Details.  Click on the See More … link to expand this box.  Figure J3 

shows the information provided by PubMed about how it expands the query.  If you need to learn more 

about PubMed queries, click on Help on the PubMed home page. 

 

Figure J1. Select and Ctl-C to copy 

 

Figure J2. Ctl-V to paste in PubMed then search 
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Figure J3. See what PubMed does to expand your search 

  

Figure J4. PubMed query breakdown and expansion 

Note that after PubMed rolled out its new version in 2020, not just the looks of the site changed.  They 

redid the search algorithms. As of this writing, the web service had not changed to use the new search 

methods – that means for the first time we are noticing small differences in the returned record counts. 

Tip 2 – Sifting the chemical literature 
 

It can be very helpful in chemical research to include the chemical name in the sifting process. This is 

because a chemical can be mentioned in an abstract even in cases where the article is not really about 

the chemical and will be retrieved in the PubMed query (depending on how the query is worded).  

Counting the occurrences of the chemical name in the abstract through the sifting process can help the 

user discriminate between articles mentioning a chemical or those that are actually about the chemical.   

 

Tip 3 – Cleanup and customization 
The Abstract Sifter can be cleaned up by deleting rows and columns from previous work, but the 

Abstract Sifter programming requires certain columns and rows to be in certain places.  To learn how to 

clean up your sifter without disrupting the behind-the-scenes coding, consult the table below.  

Sheet name Advice for cleaning 

Main Do not add columns. Rows will be added and deleted by the Sifter. 

Abstract Do not add or delete rows or columns. The Sifter software updates this sheet. 
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Notes Delete any unwanted rows after Row 2. Do not add or delete columns. 

Log Delete any unwanted rows after Row 2. Do not delete columns. Add columns after G if 
desired. 

Sample_Queries Delete unwanted rows after Row 3. Modify and add rows as desired, following the 
pattern of current rows. (That is, keep the heading in column B and the query text in 
column C.) Hint: use this sheet to keep queries important to your organization. 

Pathway_queries Delete unwanted rows after Row 3.  Modify and add rows as desired, following the 
pattern of current rows. 

Landscape Delete or modify rows after Row 4 and columns after Column D.  

CuratedLists Delete or modify rows after Row 3 and columns after Column C. 

TermMap Delete or modify rows after Row 3. 

MeSHMine Abstract Sifter deletes from this sheet before writing new data.  Feel free to make a copy 
of it.   

 

Keep in mind that the Abstract Sifter is an Excel file.  You can rename it, mail it, and of course, if you 

want to keep your Log, Notes, and Landscape entries, you should save it.  The Sample_queries sheet 

provides an opportunity for you and your organization to start collecting and organizing queries that you 

have found useful. As mentioned earlier, feel free to hide any sheets you don’t use to keep your 

workplace streamlined. 

Tip 4 – Collaborative literature review tips 
Sometimes more than one person will want to work together on evaluating a set of articles. The 

Abstract Sifter has some features to make this easier.  So, let’s say Mary and Joe each retrieve, sift, and 

take notes on their own Abstract Sifter files.   Mary can copy Joe’s notes to her version of the Sifter and 

then she has both sets. (Or they can mail the Sifter back and forth … )   

 

Figure J5. Notes from two reviewers combined on the Notes sheet.  
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To see if she and Joe disagreed on any record, she can click on More Stuff then Highlight Conflicting. The 

titles of Notes with different yes/no/maybe designations are colorized in purple. Resolving the conflicts 

and re-clicking on the button will cause the purple to disappear. 

 

Figure J6. Purple highlighting on title of conflicting notes.  

 

 

Tip 5 – Connections to the EPA Chemicals Dashboard 
 

The Environmental Protection Agency’s Chemicals Dashboard is a great place to find chemical 

information to enhance your chemical search queries with synonyms and CAS numbers.  Future releases 

of the Dashboard will offer opportunities to download a list of chemicals formatted for easy insertion 

into the Landscape sheet. You’ll find the Chemistry Dashboard here: 

https://comptox.epa.gov/dashboard. 

The EPA Chemicals Dashboard also contains its own (slightly different) version of the Abstract Sifter. It 

works on the same basic premise as the Excel version, but has some interesting differences.  To see it, 

start with a chemical search.  Let’s look at the chemical fipronil by entering the name in the search box 

and clicking on the search icon (magnifying glass) (Figure J7).   

  

 

https://comptox.epa.gov/dashboard
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Figure J7. Searching for fipronil on the EPA’s Chemistry Dashboard entry form 

 

The main page for fipronil is displayed with the structure diagram and a selection of tabs below that lead 

to other information about the chemical.  Click on the Literature tab as shown in Figure J8. 

 

Figure J8. Select the Literature tab then on PubMed Abstract Sifter (see below). 

 

 

Figure J9. How to select prepared queries. 

 

Select PubMed Abstract Sifter on the left set of buttons.    The Dashboard helps you to build queries for 

this chemical.  The chemical identifier part of the query is prepopulated on the right with name and CAS 

number.  The subject matter part of the query is determined by selecting a topic area in the pull-down 

box in the center of the form. The user has several pre-composed queries to choose from.  When one of 

them is chosen, the query is modified by appending the subject matter text. Figure J9 shows that when 

Metabolism/PK/PD is chosen, the text (metabolism OR metabolite OR tissue distribution OR 
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pharmacokinetics OR pharmacodynamics) is appended to the chemical identifiers.  The query can be 

modified manually as well. When ready, the user clicks on Retrieve Articles. See Figure J10. 

 

J10.  Results after retrieving articles. 

 

J11. Sifting and sorting. 

Figure J10. Sifting on the EPA Chemicals Dashboard’s PubMed Abstract Sifter. 

 

After the user clicks on Retrieve Articles, the article information is retrieved from PubMed and inserted 

into the results table.  The articles can be sifted by entering terms into the boxes shown.  In the example 

Sifter terms 

 Counts 
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in Figure J10, the user has entered “fipronil”, “tissue”, and “metabol” into the sifter entry boxes.  The 

occurrences of these terms are counted for each PubMed citation and displayed. The table can be 

sorted on these values.  Clicking on a row tells the Dashboard Sifter to display the title and abstract 

below the table with the sifter terms highlighted as in Figure J11. 

 

Figure J11.  Clicking on a row displays the highlighted abstract below. 

A check box on the left of the table provides a way to select citation rows.  Selected rows can be 

downloaded or sent to PubMed by clicking on the pull-down box to the right. 

Tip 6. Populating the Excel Abstract Sifter from the EPA CompTox Chemicals Dashboard 
The Chemicals Dashboard can download chemicals in a variety of formats.  One of those formats make it 

easy to use in the Excel Abstract Sifter.  Here’s an example to get you started.  On the home page of the 

Dashboard, click on Lists, then chemical, then pick a list.  We’ll pick Algal Toxins as a sample. Click on the 

name, then, when the chemicals appear, click on Send to Batch Search.   (OK you could have put your 

own list of chemicals into the Batch search … another option.) 
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Figure J12. Send a list of chemicals to Batch Search. 

 

Click on the following:  Choose Export Options then Choose Export Format then Excel then Abstract 

Sifter Input file under Enhanced Data Sheets. Then Download.  An Excel file will be built.  Open it and go 

to the sheet Abstract Sifter Sheet.  Copy the chemicals you want and paste them into the Abstract Sifter 

either on the Landscape sheet or the CuratedChemicals sheet. 

 

 

Download Chemical Data, then Download as Excel, then Abstract Sifter Input File (Beta), then (finally) 

the Download bar. This action will download the chemicals to Excel. Open that file. It will have 2 sheets. 

Open the one that is called Abstract Sifter.  It looks like Figure J15. On the Abstract Sifter Landscape 

sheet, unhide column A.  This is done by clicking on the left border of Column B, then right-clicking to 

see the menu where you can click on Unhide.  Paste rows from the downloaded spreadsheet onto the 

Landscape sheet as in Figure J16.   
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Figure J15. Excel view of downloaded chemicals on 
Abstract Sifter sheet. 

 

 

 

 

 

Figure J16.  Unhide column A on the Landscape sheet in order to paste the DSSTox number there. 

 

 

 

 

 

 

Figure J17. This is what the 
sheet will look like after 
unhiding Column A and 
pasting the chemicals 
downloaded from the 
Dashboard. 

 

 

 

 

 

 

 

Now, enter subject matter queries, or, if you already have queries in place, select the intersecting cells 

and click on Update Article Counts.  Click on one of the Heat Map buttons to make it pretty. 
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Figure J18. Downloaded chemicals 
and queries with subject matter 
queries.  

 

 

 

 

 

 

 

Now you have an overview of your chemicals and what literature is out in PubMed for them.  Take 

advantage of the iterative nature of the Abstract Sifter to query, sift, read, note as much as you need.  
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K.  In-depth discussions 
 

MeSH Mining in-depth 
 

Most PubMed citations are enhanced by the addition of MeSH indexing terms.  This indexing is 

performed by a combination of automated text-mining and manual curation. One of the entities indexed 

is substance name.  Substances (like chemicals) discussed in the abstract will likely have the chemical 

name annotated, often along with a family name for that chemical.  Note:  publications that discuss lots 

of chemicals in the text (i.e. “we studied 25 pesticides …”) will not have every chemical annotated but 

will likely have the term Pesticides in the annotations.  

Often, too, annotations will have subheadings of interest. In the realm of chemicals, these subheadings 

can indicate whether the toxicity (adverse effects, poisoning) of the chemical is being discussed or the 

therapeutic use of the chemical.   

The MeSH Mine sheet pulls out substances from the MeSH terms, finds their associated entities and 

writes them with counts and flags to the MeSHMine sheet.  

 

Here we’ll look at how the MeSH mining function works.  To start, let’s go to PubMed and find the 

article with PMID 28178360. Here’s a link:  Melatonin protects oocyte quality from Bisphenol A-induced 

deterioration in the mouse - PubMed (nih.gov) 

Read the abstract and then on the right, click on MeSH Terms. You’ll see this: 

You’ll see a variety of MeSH terms at the top of the list: substances, species, 

organs, processes, anatomy, cells, etc.   

The substance list at the bottom is what the MeSH mine function focuses on.  The 

Abstract Sifter extracts those terms to put on the MeSHMine sheet.   

Figuring out whether the substance is discussed therapeutically or for its adverse 

effects is slightly more complicated. The Abstract Sifter code looks for 

subheadings or qualifiers associated with a substance (or its parent family term). 

 

 

 

 

 

https://pubmed.ncbi.nlm.nih.gov/28178360/
https://pubmed.ncbi.nlm.nih.gov/28178360/

